Submitting Data to GenBank

Enabling others to use your hard work.

J. Craig Venter




Where we are

« 13:30-14:00 — Primer Design to Amplify Microbial Genomes for Sequencing
* 14:00-14:15 — Primer Design Exercise

* 14:15-14:45 — Molecular Barcoding to Allow Multiplexed NGS

* 14:45-15:15 — Processing NGS Data — de novo and mapping assembly

e 15:15-15:30 — Break

« 15:30-15:45 — Assembly Exercise

« 15:45-16:15 — Annotation

« 16:15-16:30 — Annotation Exercise

« 16:30-17:00 — Submitting Data to GenBank
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Genbank Project Registration

Project Registration with BioProject

Need to register the project with NCBI before the project starts.
It provides an organizational framework to access all data associated with a project
Describes project scope, material, and objectives using a controlled vocabulary.

Project details
Project type: Genome Sequencing
Title: Sequencing of Vaccine Preventable Disease Agents — Measles
Attributes:
Scope: Multiisolate;
Material: Genome;
Capture: Whole;
Description: Detailed description of the project
Relevance: Medical
Objectives: Sequence, Assembly, Annotation
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Minimum Data Type Required for

Submission

* Hereis alist of minimum metadata associated with a
sample that needs to be submitted with the sequence

* Organism name ( it should be just the virus name without
strain information in it.)

- Strain name

* Host from which the organism is isolated
» Collection date

« Country where isolate was collected from.

« Name, contact email and institution affiliation address of
the Principal Investigator submitting the sequence.

- All these go in what the genbank calls the template file. (It

can be generated using sequin)
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Other Files Required for

Submission

- Sequence file in fasta format
« Asn file generated using Sequin OR tbl2asn

- If the sequence has gaps, submit an associated
gapped fasta file with the estimated number of NNN
denoting gaps OR with 100 NNNs in the gap region
If the gap is of unknown size.
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SEQUIN

Submitting Authors

File Edit
‘J Submission || Contact || Authors || Affiliation Sequin is a
lhen may we releasze your sequence recordT tool from NCBI
“* Immediately After Processing that is used to
-~ Release Date: generate files
in the “asn”

format which is
the required
format for
submission of
sequence to
Genbank

Tentative title for manuscript (reguired)

o I

Click here to import a template|

<< Prev Form Next Page >> | J. Craig Venter’
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‘ Submission

‘ Contact

Authors H Affiliation ‘

Phone |

Enail

First Hame M,I, Last Mame

Please include country code for non-U,5, phone numbers,

Fax E

f Submission Tr Contact 1 Authors \II/ Affiliation 1

X [x |

First Hame M.I. Lazt Hame Sfe

[ [ —

[ | —

L
m L

Insert First Author

_I Consortium [

The conzortium field should be used when a consortium
iz responzikle for the seguencing or publication of
the data, Individual authors may be listed along with

a consortium name,
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SEQUIN

File Edit
( Submission M Contact M Authors M Afiiliation L * The template can be
_ saved into a text file
Institutin | which can be reused;
Deartient there_fore not requiring to
fill this multiple times.
atreet Address
ity * There is also a web
- . . version for submitting
otate/P : Zip/Postal Lo |
tefrovic futal b [ data to NCBI. Each data
Comtry type has different
requirements; links are in
Click here to export a templat the resources.
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MSLSP_MSLCDC_00002 . MAIN.msl.155

File Edit Search Special Projects Misc Analysis Annotate

Target Sequence | MSLSP_MSLCDC 00002.MAIN.msl.155 —

Format | GenBank — |flode  Sequin — | Stule  Normal

CDS: phosphoprotein

LOcrs MSLSP_MSLEDC_DUUUE.MHIH.MEl.155159UD bpSE—RHH lineax
20-ocT-2011
IHCCESSIDH I

VERCIUH
EEYWORD S .
SO0UERCE Measles wiras MVWifFlorida. UWsAS19.035

OBRGAHISH Measles wirmas MWisFlorcida. UsAs15.08

Unclassified.

HEE 1 ihoces 1 to 1CO0I0%

kirkne=ss,E.F., Halpin k., Eera,J., Fedorowa,H., oOverton,L.,
Stockwell,T., Amedeo,P., Eishop,E., chen,H., Edworthp,FP., Gupta,H.,
katzel,D., Li,K., sSchobel,s., shriwvastawa,s5., Thowvarai,v., Wang, 5.,
. ., EBellini,w. and Rota, P

J OURHAL submitted (20-0cT-2011% J. Craig Wenter Inskitube, 3704 Medical
Ccenter Driwve, Bockwille, MD 202350, UsSA
FEATURE S Locationsomalifiecs
SOUECE 1..15300

forganism="Measles wirus WVWiSFlocida. UsA19. 09"
Fmol_typpe="genomic BHA"

METADATA fstrain="uvi/Florida. UsA 19, 03"

Fhost="homan"

Foountrp="1UsA: FLORTIDAR"

Foollection date="2003"

Fgenotppe="04"

JEILE Ee. . 1744
Fgene="R"
(5 1] 1o, 1625
Fgene="R"

Foodon start=1

Fproduoct="macleocapsid protein”
Ftranslation="MATLLESLALFERHEDEPPITSGSGGATRGIEHIIIWEIPGDSS
ITTRSELLDELYVELIGHPFDVSGPFLT GALIGILSLFWESFGOLIORITDDFDYW SIELL
EVv0SDOs05GLTFASEGTHMEDEAD OYFSHDDFP S5 GD0SRSGWFENEETISDIEYT QDP
EGFHMILGTILAMIWVWLLAYAVWTAPDT AAD SELERWIYYT QORRYY GEFRLERYITL DY
WEHFIAEDL SLERFFHVALILDIFETF GHEPETAEMICDIDTYIVEAGLASFILTIEF G
ITETHYPALGLHEFAGELSTLESLMALY 0OM GETAPYMWILERNSTIOHEFSAGSYPLLYTS
TAMGYGYELENSHGGLAF GRSYFDFAYFRL GOEMVERSAGEY SSTLASELGITAED AR
LW SEITAMHTTEDEIL SEAVGPROANV SFITHGOOSEHELP GLGGEEDERTWEAOGEGEARES
YYETGSSPASDARAAHLPTI STPLOVDTASESGODPOD SERSADALLEL JAMAGTILEED
GEDTDISRWYHDEDLLD"

Genbank

Format

Accessions will be
assigned when
accepted by
Genbank
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File Edit Search Special Projects Misc Analysis Annotate

Target Secuence  MSLSP_MSLCDC_00002.MAIN.msl.155 — | Done|

Fornat ‘ Graphic _||3tHlE Default — |Filter  Default _||5CEIlE 50 i Graphic
CO5: phosphoprotein
Format

MsL5P_MSLCDC_00002 ,MAIN, mel, 135

Sooo 10000 15900
Gene: M Gerne: M Gene: H
Gere: P Geret F LGene: L

Gene: ¥

CO5: ﬂuclencaﬁsid protein CO5: Large structural protein

CO5: phﬂfmteiﬂ

CO5: W ﬂﬂuteiﬂ CO5: hemaﬁﬁlutinin

COs: C gmtein
CO5¢ matrix protein
[

CO5: fusion protein
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File Edit Search Special Projects Misc Analysis Annotate

arget Sequence  MSLSP_MSLCDC_00002.MAIN.msL155 —s Done|

ormat | Alignment — \

CDS: Large structural protein AI i g n m e nt

Feature dizplay: Target — |4umbEPing: Top — | Grid: Off
10 20 20 40 5||:| E0 ?ll:l I O rl I l at

Sequin is a very
powerful tool for
nuciencapﬂ:.d L CheCking the
s leocapsid 4] A T L L R 5 L A L F
accuracy of

oz leocapsid
e leocapsid ¥, R H KK I E P P I T T 6 5 Z & A I E G I F¥E H I

71

211
H
s leocapsid
mucleccapsid I I ¥ » I P & D s s I TTUE®R 5 R L L DR L % R L

281
H
s leocapsid
mucleocapsid I & R P D ¥ s & P ¥ L T & A L I & I L & L F %

381
H

e leocapsid :
meleocapsid E s P % 0 L I 0o BRI T DO D P D % 5 I R L L E W J_cra|gventer
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Resources for Genbank Submission

* BioProject registration
http://www.ncbi.nim.nih.gov/bioproject/

* Procedure for submitting data to Genbank
http://www.ncbi.nlm.nih.gov/quide/howto/submit-data/

« Bacterial Genome Submission Guide
http://www.ncbi.nlm.nih.gov/genbank/genomesubmit
https://submit.ncbi.nlm.nih.gov/

« Consistency Check and Validation tool for microbial genomes
http://www.ncbi.nlm.nih.gov/genomes/frameshifts/frameshifts.cqi

* Instruction for submitting Whole Genome Shotgun Sequences
http://www.ncbi.nlm.nih.gov/genbank/wgs

* Sequin
http://www.ncbi.nlm.nih.gov/projects/Sequin/
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http://www.ncbi.nlm.nih.gov/bioproject/
http://www.ncbi.nlm.nih.gov/bioproject/
http://www.ncbi.nlm.nih.gov/guide/howto/submit-data/
http://www.ncbi.nlm.nih.gov/guide/howto/submit-data/
http://www.ncbi.nlm.nih.gov/guide/howto/submit-data/
http://www.ncbi.nlm.nih.gov/genbank/genomesubmit
http://www.ncbi.nlm.nih.gov/genbank/genomesubmit
https://submit.ncbi.nlm.nih.gov/
https://submit.ncbi.nlm.nih.gov/
http://www.ncbi.nlm.nih.gov/genomes/frameshifts/frameshifts.cgi
http://www.ncbi.nlm.nih.gov/genbank/wgs
http://www.ncbi.nlm.nih.gov/projects/Sequin/

You have been great for making it

to the end!!

* Thanks for attending and staying!

* You won't remember everything you heard
today... This workshop was to give you a “taste”
of Bioinformatics for Viral Genomics.

* | like e-mail If you have questions later on
tstockwell@jcvi.org

« Please consider our summer internships
(applications due in March)
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mailto:tstockwell@jcvi.org

Questions?
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TTTTTTTTT




